Suppl. Table 1 . Sources of variability in metabolomic data of ALDH populations from BT-474, MCF-7 and SUM-159-PT cell lines as measured by two-way analysis of variance. The
. PCA approach was used to quantify the different metabolic effects induced by metformin on each cell line within each subpopulation. Given that component scores are normalized, we can immediately measure the treatment effect on the metabolic components by examining the average difference in each PC score between control and treated groups. Suppl. Table 4 . MicroRNAs modulated by metformin in ALDHbright cells and predicted to modulate metabolic processes.
